I —

lél Y Gld 9,500 CadsS 52)> (2L))l ol @
ooell >/

IFoVFYIN 1aigas 1Fo¥ Jlo oo 6)93 1.OAo (cigVsS) sloys 10y LojT OliplrolAii

g i ol s

L5103)S el Gl \Fo¥ Jlw 093 8)93 1FoYFYIdigas (gl 6Binle;T IO slaws

Enterobacter cloacae:lad sdiylojT (ousuis Enterobacter cloacae:)Uaisl 3y90 (ol
Lo oliialojT 4)lS (5342 09,5 21 &)l )l3ga3
& I, . |
%DBQ?)_')'E_SSJ%A:D)J .

91HR6 ooy 13 msn T
OIS°G Bosye b9)S
Louii: Lo sk Loj

9U.ui.,>:6,g.9uo

L )b 43¢5 g oo
PAL 9 Thvo g
bg ..o R

9 .‘ :" ).)U ". S0 ee

1) OmbjT Uagé&afﬁ (_,.3'.)3)' Y O)ld.fb )|.39A3

Entercbacter cloacae : 53.61%

0 225 Olgo Jolid 8)93 3l )3 Others og,S .35l a0 6397 Others 69,3 )3 w393 GiS JS % ¥ jl yiaS < ) agaw a5 (R Hasduin: g3
13l

Klebsiella species - Citrobacter species - Staphylococcus epidermidis - Hafnia alvei - Klebsiella pneumoniae -
subsp.ozaenae - Citrobacter koseri - No Answer - Pseudomonas aeruginosa - Serratia species - Enterobacter amnigenus
biogroup | - Enterobacter cowanii - Enterobacter gergoviae - Enterobacter kobei (enteric group 59) - Providencia species -
Klebsiella pneumoniae -subsp .rhinoscleromatis - Klebsiella oxytoca - Enterococcus species - Escherichia species -
Escherichia vulneris - Enterococcus faecalis - Enterococcus casseliflavus - Proteus species - Providencia rettgeri -
Enterobacter species - Serratia plymuthiea - Serratia rubidea - Pseudomonas species - Salmonella serogroup A - Serratia
ficaria - Serratia fonticola - Enterobacter asburiae - Acinetobacter calcoaceticus - Shigella species - Staphylococcus
saprophyticus - Listeria monocytogenes - Citrobacter amalonaticus - Citrobacter braakii -
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Arabinose

fermentation

Arginine dihydrolase

Bile esculin

Catalase

Citrate (Simmones)

Dnase (*° C)

Gas from Glucose

Gelatin hydrolysis
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Gram stain

Growth on
MacConkey Agar
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HYS Production

Indole production

Kligler Iron Agar (KIA)

Lactose fermentation

Lysine decarboxylase

Lysine Iron Agar (LIA)

Methyle red

Motility 6 °C (SIM)

Nitrate reduction

ONPG

Ornithine
decarboxylase

Oxidase

Phenylalanine
deaminase
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Pigment

Sorbitol fermentation

Sucrose fermentation

Triple Suger Iron Agar
(TSI)

Urea hydrolysis

Voges -Proskauer (Y6
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